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chromosomemap pos cosmid pos cosm WT  seq SNP seq enzyme WT digest SNP digest primer fw primer rev extra seq. primer A extra seq. primer B extra seq primer C AB 1 AB 4 CB4555 CB4856 CB4857 DH424 KR314 RC301 RW7000 TR403 remarks found in POS. in SEQ read intron/exon
I 18.85 Y40B1A 2 6 3 7 gtaaaaAttcata gtaaaaTttcata - cagcgtaaatcgacacatgaggt t tccactggagctcat t tgc + - - - - - - - - - AB1 143fw Intron
I 18.85 Y40B1A 2 6 4 7 ataaaaTcagtcg ataaaaGcagtcg - cagcgtaaatcgacacatgaggt t tccactggagctcat t tgc + - - - - - - - - - AB1 153fw Intron
I 18.85 Y40B1A 2 6 6 4 aaccaaCtttaat aaccaaTtttaat - cagcgtaaatcgacacatgaggt t tccactggagctcat t tgc + - - + - - - - - - AB1 170fw Intron
I 18.85 Y40B1A 2 9 5 9 tttatcCgaaaat tttatcGgaaaat - cagcgtaaatcgacacatgaggt t tccactggagctcat t tgc + - - + - - - - - - AB1 465fw, 322rev Intergene
I 18.85 Y40B1A 2 7 6 3 aaaaaaAccaatt aaaaaaccaatt - cagcgtaaatcgacacatgaggt t tccactggagctcat t tgc - - - + - - - - - - CB4856 between 268,269fw 522,523rev Intron
I 18.85 Y40B1A 3 1 0 3 at t t t tTaaat t t a t t t t t tAaaa t t t - cagcgtaaatcgacacatgaggt t tccactggagctcat t tgc + - - + - - - - - - AB1 176rev Intergene
I 18.85 Y40B1A 3 1 4 0 taaaaacaaaaaa taaaaacAaaaaaa - cagcgtaaatcgacacatgaggt t tccactggagctcat t tgc - - - + - - - - - - CB4856 183rev Intergene
I 18.75 W08E3 5 4 4 4 cctgacGactt t t cctgacAact t t t - gatggctcatctcaactacaggacgacgttct tct t tggagg + - - - - - - - - - AB1 39rev Intergene
I 18.75 W08E3 5432-5437 acttttAAGTGTtttacaac t t t t t t t aca - gatggctcatctcaactacaggacgacgttct tct t tggagg + - - - - - - - - - AB1 between 45,46rev Intergene
I 18.75 W08E3 8 6 7 tatcccGaaaact tatcccAaaaact - tgcttccagtcacagtcg ggaaacgaggagtcaacg - - - + - - - - - - CB4856 341rev Exon 3 (ccG>ccA, P>P)
I 18.75 W08E3 7 2 0 / 7 2 4 taAaaaAaaccga taGaaaCaaccga - tgcttccagtcacagtcg ggaaacgaggagtcaacg - - - + - - - - - - CB4856 488rev Intron
I 18.75 W08E3 6 3 9 ttcgctCcaagat ttcgctTcaagat - tgcttccagtcacagtcg ggaaacgaggagtcaacg - - - + - - - - - - CB4856 634rev Intron
I 18.75 W08E3 6 6 9 2 gcaaaaAcagagA gcaaaaGcagagG - caaagaggataaatgttagggagctcttgacgaactgg + - - - - - - - - - AB1 113fw, 683rev Intron
I 18.75 W08E3 6 7 8 9 cagcacCtggaat cagcacTtggaat AlwN I (BstN I) 580, 210 7 9 0 caaagaggataaatgttagggagctcttgacgaactgg + - - - - - - - - - AB1 209fw, 584rev Intron
I 18.75 W08E3 6 6 4 3 tcagaaAtgttgg tcagaaCtgttgg - caaagaggataaatgttagggagctcttgacgaactgg - - - + - - - - - - CB4856 70fw Intron
I 18.75 W08E3 6 7 3 3 tacacgTttggac tacacgCttggac Afl III 340, 295, 155 495, 295 caaagaggataaatgttagggagctcttgacgaactgg - - - + - - - - - - CB4856 160fw, 638rev Intron
I 18.75 W08E3 6 7 9 7 tgctgtGgcacgg tgctgtAgcacgg - caaagaggataaatgttagggagctcttgacgaactgg - - - + - - - - - - CB4856 224fw, 574rev Intron
I 18.75 W08E3 6974, 6975 aatagcTTtaaaaa aatagctaaaaa - caaagaggataaatgttagggagctcttgacgaactgg - - - + - - - - - - CB4856 between 400,401fw 396,397rev Intron
I 18.47 M01E5 10523 gaaaattAaaaaaa gaaaattTaaaaaa Dra I (Apo I?) 815 (335, 130, 120, 25) 625, 190 (335, 170, 165, 130, 120, 25) ccaaatctacagcctgtgc tctaagaaatttgaagtgaccc - - - + - - - - - - CB4856 166fw, 590rev Intron
I 18.47 M01E5 10732 tattctGaaaacc tattctAaaaacc - ccaaatctacagcctgtgc tctaagaaatttgaagtgaccc + - - + - - - - - - AB1 392fw, 405rev Intron
I 18.47 M01E5 10894 aattt tTgagcat aattttGgagcat - ccaaatctacagcctgtgc tctaagaaatttgaagtgaccc + - - + - - - - - - AB1 243rev Intron
I 18.75 W08E3 6 8 7 tgagtaGgatttc tgagtaAgatt tc - tgcttccagtcacagtcg ggaaacgaggagtcaacg + - - - - - - - - - AB1 253fw, 512rev Intron
I 18.75 W08E3 7 2 4 t t t t t tT tag ta t t t t t t tC tag ta t Mae I 7 8 0 470, 310 tgcttccagtcacagtcg ggaaacgaggagtcaacg + - - + - - - - - - AB1 290fw, 475rev Intron
I 18.75 W08E3 1 0 0 9 aggtagGgttt t t aggtagAgtt t t t - tgcttccagtcacagtcg ggaaacgaggagtcaacg + - - - - - - - - - AB1 575fw, 190rev Intron
I 18.75 W08E3 4 8 2 6 ttat t tTcagacc t tat t tAcagacc - gatggctcatctcaactacaggacgacgttct tct t tggagg + - - - - - - - - - AB1 181fw, 641rev Intron
I 18.75 W08E3 4 9 4 6 cgccaaGgccgga cgccaaAgccgga Sty I 525, 310 8 3 5 gatggctcatctcaactacaggacgacgttct tct t tggagg + - - - - - - - - - AB1 301fw, 519rev Exon 3 (aaG>aaA, K>K)
I 18.75 W08E3 4 9 5 8 aggagcTggaggt aggagcCggaggt - gatggctcatctcaactacaggacgacgttct tct t tggagg + - - - - - - - - - AB1 313fw, 507rev Exon 3 (gcT>gcC, A>A)
I 18.75 W08E3 5 1 7 2 ggaaaaAtgatag ggaaaaGtgatag - gatggctcatctcaactacaggacgacgttct tct t tggagg + - - - - - - - - - AB1 293rev Intergene
I 18.75 W08E3 5 1 9 1 gaaaaaTacaaga gaaaaaGacaaga - gatggctcatctcaactacaggacgacgttct tct t tggagg - - - + - - - - - - CB4856 278rev Intergene
I 18.75 W08E3 5 2 0 9 aaaaatGaaaaga aaaaatTaaaaga - gatggctcatctcaactacaggacgacgttct tct t tggagg + - - - - - - - - - AB1 256rev Intergene
I 18.75 W08E3 5 2 1 6 taccacAaaaaat taccacGaaaaat - gatggctcatctcaactacaggacgacgttct tct t tggagg + - - - - - - - - - AB1 249rev Intergene
I 18.75 W08E3 5 2 7 9 atgggaAgatctc atgggaGgatctc Bgl II 640, 200 8 4 0 gatggctcatctcaactacaggacgacgttct tct t tggagg + - - - - - - - - - AB1 186rev Intergene
I 18.75 W08E3 5 3 1 3 cagattCtgaaca cagattTtgaaca AlwN I 670, 170 8 4 0 gatggctcatctcaactacaggacgacgttct tct t tggagg + - - - - - - - - - AB1 152rev Intergene
I 18.75 W08E3 5 3 6 1 atcaaaAacctag atcaaaGacctag - gatggctcatctcaactacaggacgacgttct tct t tggagg - - - + - - - - - - CB4856 108rev Intergene
I 18.75 W08E3 5371, 5372 accattGAgctatc accattAGgctatc Alu I 315, 305, 105, 65, 45 315, 305, 170, 45 gatggctcatctcaactacaggacgacgttct tct t tggagg - - - + - - - - - - CB4856 97, 98rev Intergene
I 18.75 W08E3 5 3 8 9 agaattCtgggtt agaattTtgggtt EcoR I 540, 210,  90 630, 210 gatggctcatctcaactacaggacgacgttct tct t tggagg + - - - - - - - - - AB1 76rev Intergene
I 18.75 W08E3 5 4 2 3 tacaatAaaaaaa tacaataaaaaa - gatggctcatctcaactacaggacgacgttct tct t tggagg + - - - - - - - - - AB1 between 42,73rev Intergene
I 18.75 W08E3 5 4 3 4 taagtg t t t tac taagtgTt t t tac - gatggctcatctcaactacaggacgacgttct tct t tggagg - - - + - - - - - - CB4856 36rev Intergene
I 18.75 W08E3 5 6 9 4 t t t taaGcct t tc t t t taaAcc t t t c Dra I 295, 260, 185 260, 185, 175, 120 gttgatcggacgtcttgg t tcggaaat t tgtat taccc - - - + - - - - - - CB4856 186fw Intron
I 18.75 W08E3 5 7 0 6 ccaatcGtgcgaa ccaatcAtgcgaa Nla III 7 5 5 560, 195 gttgatcggacgtcttgg t tcggaaat t tgtat taccc + - - - - - - - - - AB1 186fw, 555rev Intron
I 18.75 W08E3 5 7 1 8 agtcctTtgat t t agtcctGtgatt t - gttgatcggacgtcttgg t tcggaaat t tgtat taccc + - - - - - - - - - AB1 198fw, 543rev Intron
I 18.75 W08E3 5718, 5719 aagtcctTTgatt t t aagtcc tgat t t t - gttgatcggacgtcttgg t tcggaaat t tgtat taccc - - - + - - - - - - CB4856 between 209,210fw Intron
I 18.75 W08E3 5 8 4 4 catagaTtt t tgc catagaAtt t tgc - gttgatcggacgtcttgg t tcggaaat t tgtat taccc + - - - - - - - - - AB1 324fw, 417rev Intron
I 18.75 W08E3 5 8 6 9 caattgAaaaaaa caattgGaaaaaa - gttgatcggacgtcttgg t tcggaaat t tgtat taccc + - - - - - - - - - AB1 349fw, 393rev Intron
I 18.75 W08E3 5 8 7 7 aaaaaaAgttagc aaaaaagttagc - gttgatcggacgtcttgg t tcggaaat t tgtat taccc + - - - - - - - - - AB1 between 356,357fw 384,385rev Intron
I 18.75 W08E3 5 9 0 5 gcaaaataaata gcaaaaAtaaata - gttgatcggacgtcttgg t tcggaaat t tgtat taccc + - - + - - - - - - AB1 385fw, 356rev Intron
I 18.75 W08E3 5 9 6 6 cgacgcAagagcc cgacgcGagagcc BstU I 525, 230 300, 230, 225 gttgatcggacgtcttgg t tcggaaat t tgtat taccc + - - + - - - - - - AB1 446fw, 295rev Intron
I 18.75 W08E3 6 6 8 6 aaagtgTctctgt aaagtgCctctgt - caaagaggataaatgttagggagctcttgacgaactgg + - - - - - - - - - AB1 104fw, 682rev Intron
I 18.75 W08E3 6 7 1 6 at t t t tTg t t tga a t t t t t g t t t ga - caaagaggataaatgttagggagctcttgacgaactgg + - - - - - - - - - AB1 between 133,134fw 648,649rev Intron
I 18.75 W08E3 6 7 6 1 aatcgtGaaaaaa aatcgtAaaaaaa - caaagaggataaatgttagggagctcttgacgaactgg + - - - - - - - - - AB1 178fw, 605rev Intron
I 18.75 W08E3 5 7 4 gatgaaAtgggcg gatgaaTtgggcg - tgcttccagtcacagtcg ggaaacgaggagtcaacg - - - + - - - - - - CB4856 569rev Intron
I 18.47 ZK256 4 7 3 9 gatgcaCcatgtcgg gatgcaTcatgtcgg - ggtttgtagtggtgaaggc ggaagaagaatgagttgggattaagaaccaagatacaggtgttgaggcttgttgagg atgcaccatgtctccctctc+ AB1 43seq, 537rev Intergene
I 18.47 ZK256 4 6 5 1 tatgagCcaagaa tatgagTcaagaa Ple I (Hinf I?) 1100, 390, 30 910, 390, 190, 30 ggtttgtagtggtgaaggc ggaagaagaatgagttgggattaagaaccaagatacaggtgttgaggcttgttgagg atgcaccatgtctccctctc+ AB1 131seq, 623rev Intergene
I 18.22 ZK1053 7 7 3 0 ataacaActgaac ataacaTctgaac - caaaccatccaagtacaccccttgtgcaacatcct tgaccgaacacattcgctggtcc + AB1 508seq, 672rev Exon 1 (Act>Tct, T>S)
I 19.26 Y40B1B 4 1 9 1 aaaaaaAtatgtt aaaaaatatgtt - tcagtggagatttcgaagc tccg t tg t t c t tg t tg tcc ggataaatcggctaatgc + AB1 between 249,250seq Intergene
I 19.26 Y40B1B 4 5 3 4 gtgaaaCtattcg gtgaaaTtattcg - tcagtggagatttcgaagc tccg t tg t t c t tg t tg tcc ggataaatcggctaatgc + AB1 594seq, 550rev Intergene
I 19.26 Y40B1B 4 8 9 8 aatcggAaaaaaa aatcggaaaaaa - tcagtggagatttcgaagc tccg t tg t t c t tg t tg tcc ggataaatcggctaatgc + AB1 between 185,186rev Intergene
I 19.87 Y87G2A 81418 t t t t ccTgaat t t t t t tccGgaat t t - gtagtctctgagcctcaaccgct t tc t tgatgtg tcgc tccaatagccaaatgtgcatttacggtaaacaacgcgc + AB1 645seq, 347rev Intergene
I 19.87 Y87G2A 81590 c tg taaTt t t t t t c t g t aa t t t t t t - gtagtctctgagcctcaaccgct t tc t tgatgtg tcgc tccaatagccaaatgtgcatttacggtaaacaacgcgc + AB1 between 174,175rev Intergene
I 19.87 Y87G2A 81568 aacgaaGatgggc aacgaaAatgggc - gtagtctctgagcctcaaccgct t tc t tgatgtg tcgc tccaatagccaaatgtgcatttacggtaaacaacgcgc + AB1 197rev Intergene
I 20.55 W04A4 2 5 2 2 tagcgtAaaaaaa tagcgtTaaaaaa - aactcgaagtt tgctgtcc tt tgcagcttcaacacgg tgtgagcctcaaaaccggcacccataggttgttgaggc + AB1 118fw Intergene
I 19.87 Y87G2A 81499 atattaGaaacaa atattaAaaacaa mseI??? gtagtctctgagcctcaaccgct t tc t tgatgtg tcgc tccaatagccaaatgtgcatttacggtaaacaacgcgc + AB1 266rev Intergene
I 21.26 W09G3 35598, 35599 atttctTCtggaaa atttctAAATTTAAtggaaa- gcgattcctcgatagtctgccagcccgatgcacattt tgcggcggtggtcatcaaaaagg + AB1 79-86rev Intergene
I 20.55 W04A4 4117, 4118 gccataTGtgttt t gccataAAtgt t t t Nde I 1720, 170 1 8 9 0 aactcgaagtt tgctgtcc tt tgcagcttcaacacgg tgtgagcctcaaaaccggcacccataggttgttgaggc + AB1 174,175rev Exon 1 (CAt>TTt, H>F)
I 20.55 W04A4 3 8 8 3 tggaggAgtaggc tggaggTgtaggc - aactcgaagtt tgctgtcc tt tgcagcttcaacacgg tgtgagcctcaaaaccggcacccataggttgttgaggc + AB1 409rev Exon 1 (Tcc>Acc, S>T)
I 21.26 W09G3 35427 ca t t t t cca tc t cattttTAGCCTCAAccatct- gcgattcctcgatagtctgccagcccgatgcacattt tgcggcggtggtcatcaaaaagg + AB1 257-265rev Intergene
I 21.08 Y37H9A 1 2 2 7 t t t t t tTg t tgca t t t t t t g t t gca - cgctgagctcgaatttgatgggcactaatcgtgacgcatgcagtgatccccattgtctgc + AB1 between 355,356fw Intergene
I 21.08 Y37H9A 8 7 3 tt tcctTatcaaa tttcctCatcaaa - cgctgagctcgaatttgatgggcactaatcgtgacgcatgcagtgatccccattgtctgc + AB1 357seq Intergene
I 19.87 Y87G2A 80707 gtccttgaTacaaatcgggtccttgaCacaaatcgg - gtagtctctgagcctcaaccgct t tc t tgatgtg tcgc tccaatagccaaatgtgcatttacggtaaacaacgcgc + AB1 414fw Exon 1 (Atc>Gtc, I>V)
I 21.26 W09G3 34853 atcggaAaattta atcggaCaattta - gcgattcctcgatagtctgccagcccgatgcacattt tgcggcggtggtcatcaaaaagg + AB1 375seqB Intron
I 21.26 W09G3 34899 gat t t tAata t tc gat t t tTata t tc Ssp I 800, 550, 160 960, 550 gcgattcctcgatagtctgccagcccgatgcacattt tgcggcggtggtcatcaaaaagg + AB1 421seqB Intron
I 21.26 W09G3 34913 aaaaaagcgaat aaaaaaAAgcgaat - gcgattcctcgatagtctgccagcccgatgcacattt tgcggcggtggtcatcaaaaagg + AB1 436,437seqB Intron
I 21.26 W09G3 34931 aaaaaatcaact aaaaaaAtcaact - gcgattcctcgatagtctgccagcccgatgcacattt tgcggcggtggtcatcaaaaagg + AB1 456seqB, 52seqC Intron
I 20.55 W04A4 3 3 0 0 t t t t t t c tagaa t t t t t tTc tagaa - aactcgaagtt tgctgtcc tt tgcagcttcaacacgg tgtgagcctcaaaaccggcacccataggttgttgaggc + AB1 296seqnw Intron
I 18.47 ZK256 4 1 7 3 ggttatAaaaaaa ggttataaaaaa - ggtttgtagtggtgaaggc ggaagaagaatgagttgggattaagaaccaagatacaggtgttgaggcttgttgagg atgcaccatgtctccctctc+ AB1 between 75,76seqC Intergene
I 20.55 W04A4 3521-3745 ctacaa...aatttgg ctacaaaatttgg 224bp deletion! aactcgaagtt tgctgtcc tt tgcagcttcaacacgg tgtgagcctcaaaaccggcacccataggttgttgaggc + 224bp deletion! AB1 between 282,283seqD Intergene
I 18.75 W08E3 6 7 8 2 tggaatGcaattt tggaatCcaattt Hinf I (Bsm I) 790 (590, 200) 590, 200 (790) caaagaggataaatgttagggagctcttgacgaactgg + - - - - - - - - - AB1 199fw, 584rev Intron
I 18.75 W08E3 6 8 1 2 aacactGccattt aacactCccattt - caaagaggataaatgttagggagctcttgacgaactgg + - - + - - - - - - AB1 229fw, 554rev Intron
I 18.75 W08E3 6 8 4 0 GtttcgAaaaaatg Atttcgaaaaatg - caaagaggataaatgttagggagctcttgacgaactgg + - - - - - - - - - AB1 between 256, 257fw 527,528rev Intron
I 18.75 W08E3 6 8 4 6 atgaaaGtttcgA atgaaaAtttcg - caaagaggataaatgttagggagctcttgacgaactgg + - - + - - - - - - AB1 262fw, 521rev Intron
I 18.75 W08E3 6 8 5 8 tgaaatTtcttga tgaaatAtcttga - caaagaggataaatgttagggagctcttgacgaactgg + - - - - - - - - - AB1 274fw, 509rev Intron
I 18.75 W08E3 6 9 7 3 atagcTtTaaaaaa atagctAaaaaaa - caaagaggataaatgttagggagctcttgacgaactgg + - - - - - - - - - AB1 389fw, 394rev Intron
I 18.75 W08E3 6 9 7 5 aatagcTtTaaaa aatagctAaaaa - caaagaggataaatgttagggagctcttgacgaactgg + - - - - - - - - - AB1 between 390,391fw 392,393rev Intron
I 18.75 W08E3 7 0 5 2 agagtaGtaaaaa agagtaAtaaaaa - caaagaggataaatgttagggagctcttgacgaactgg + - - - - - - - - - AB1 467fw, 316rev Intron
I 18.47 M01E5 10824 t tccg tGt t t t tg t t ccg tA t t t t t g - ccaaatctacagcctgtgc tctaagaaatttgaagtgaccc + - - + - - - - - - CB4856 467fw, 288rev Intron
I 18.47 M01E5 11032 aag t t t t a t t t t t t aag t t t taT t t t t t t - ccaaatctacagcctgtgc tctaagaaatttgaagtgaccc - - - + - - - - - - CB4856 79rev Intron
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