SNPs in WOBES region

Sinale Nucleotide Polymorphisms in Wild Isolates of Caenorhabditis eleaans ' Romke Koch, HGAM van Luenen, M. van der Horst, KL Thiissen and Ronald HA Plasterk. Genome Research 10:1690-1696 2000; rkoch@niob.knaw.nl

chromosom ma oo: cosmid pos cosm WT seq SNP seq enzyme WT digest SNP digest primer fw primer rev extra seq. primer A extra sea. orimer B extra seq primer G AB 1 AB 4 CB4555 CB4856 CB4857 DH424 KR314 RC301 RW7000 TR403 remarks found in POS. in SEQ read intron/exon
1 85 Y40B1A 2637 gtaaaahttcata  gtaaaaTttcata - caacataaatcaacacat: titccactggageteattige + - - - - - - - - - AB1  143fw Intron

1 18.85 Y40BIA 2647 ataaaaTcagteg  ataaaaGeagtog - caacataaatcaacacat: titccactggageteattige + - - - - - - - - - AB1  153fw Intron

1 18.85 Y40BIA 2664 aaccaaCtttaat ~ aaccaaTtttaat - caacataaatcaacacat: tttccactggageteatttge + - - + - - - - - - AB1  170fw Intron

1 18.85 Y40BIA 2959 tttatcCgaaaat  tttatcGgaaaat - caacataaatcaacacat: tttccactggageteattige + - - + - - - - - - AB1  465fw, 322rev Intergene
1 18.85 Y40BIA 2763 aaaaaaAccaatt  aaaaaaccaatt - caacataaatcaacacat: tttccactggageteatttge e + - - - - - - CB4856 between 268,269fw 522,523rev Intron

1 18.85 Y40B1A 3103 atitttTaaattt  attttttAaaattt - caacataaatcaacacat: tttccactggageteattige + - - + - - - - - - AB1  176rev Intergene
1 18.85 Y40BIA 3140 taaaaacaasaaa taaasacAaaasaa - caacataaatcaacacat: titccactggageteattige e + - - - - - - CB4856 183rev Intergene
1 18.75 WOBE3 5444 cotgacGactttt  cotgacAactttt - aataccteatcteaactac acgacgttcttctttggagg + - - - - - - - - - AB1  39rev Intergene
1 18.75 WOBE3 5432-5437  acttttAAGTGTttte actttttttaca - aataacteatcteaactac acgacattcttctttggagg + - - - - - - - - - AB1  between 45,46rev Intergene
1 18.75 WOBE3 867 tatccoGaaaact  tatcccAaaaact - tgcttccagteacagteg  ggaaacgaggagtcaacg e + - - - - - - CB4856 341rev Exon 3 (ccG>ccA, P>P)
1 18.75 WOSE3 720/724 taAaaaAaaccga taGaaaCaaccga - tgcttccagteacagteg  ggaaacgaggagtcaacg - + - - - - - - CB4856 488rev Intron

1 18.75 WOBE3 639 ttogetCeaagat  ttogotTcaagat - tgcttccagteacagtcg  ggaaacgaggagtcaacg - + - - - - - - CB4856 63drev Intron

1 18.75 WOSE3 6692 goaaaaAcagagh  goaaaaGeagagG - caaacacaataaatattac gagetctigacgaactgg + - - - - - - - - - AB1  113fw, 683rev Intron

1 18.75 WOBE3 6789 cageacCtggaat ~ cagcacTtggaat AWN I (BSINT) 580, 210 790 caaacacaataaatattac gagetctigacgaactgg + - - - - - - - - - AB1  209fw, 584rev Intron

1 18.75 WOBE3 6643 tcagaaAtgttgg  tcagaaCtgttgg - caaacacaataaatattac gagetctigacgaactgg e + - - - - - - CB4856 70fw Intron

1 18.75 WOBE3 6733 tacacgTttggac  tacacgGttggac ALl 340, 295, 155 495, 295 caaacacaataaatattac gagetctigacgaactgg - + - - - - - - CB4856 160fw, 638rev Intron

1 18.75 WOSE3 6797 tgctgtGgeacgg  tgctgtAgeacag - caaacacaataaatattac gagetctigacgaactgg - + - - - - - - CB4856 224fw, 574rev Intron

1 18.75 WOBE3 6974, 6975 aatagcTTtaaaaa aatagctaaaaa - caaacacaataaatattac gagetctigacgaactgg - + - - - - - - CB4856 between 400,401fw 396,397rev Intron

1 18.47 MOTE5 10523 gasaattAaasaaa gasaattTaaasaa  Dral (Apo1?) 815 (335, 130, 120, 25) 625, 190 (335, 170, 165, 130, 120, 25) - + - - - - - - CB4856 166fw, 590rev Intron

1 18.47 MOTE5 10732 tattctGaaaace tattctAaaaace - + - - + - - - - - - AB1  392fw, 405rev Intron

1 18.47 MOTE5 10894 aattttTgagcat aattttGgagcat - + - - + - - - - - - AB1  243rev Intron

1 18.75 WOBE3 687 tgagtaGgatttc  tgagtaAgatttc - tgcttccagteacagteg  ggaaacgaggagtcaacg + - - - - - - - - - AB1  253fw, 512rev Intron

1 18.75 WOBE3 724 titttTtagtat  titittGagtat Mae | 780 470, 310 tgcttccagteacagteg  ggaaacgaggagtcaacg + - - + - - - - - - AB1  290fw, 475rev Intron

1 18.75 WOBE3 1009 aggtagGgttttt  aggtagAgtttt - tgcttccagteacagteg  ggaaacgaggagtcaacg + - - - - - - - - - AB1  575fw, 190rev Intron

1 18.75 WOSE3 4826 ttatttTcagace  ttatttAcagacc - aataacteatcteaactac acgacgttcttctttggagg + - - - - - - - - - AB1  181fw, 641rev Intron

1 18.75 WOBE3 4946 cgccaaGgeegga  cgccaaAgocgga syl 525, 310 835 aataacteatcteaactac acgacgttcttctttggagg + - - - - - - - - - AB1  301fw, 519rev Exon 3 (aaG>aah, K>K)
1 18.75 WOBE3 4958 aggagcTggaggt  aggageCggagat - aataacteatcteaactac acgacgttcttctttggagg + - - - - - - - - - AB1  313fw, 507rev Exon 3 (geT>geC, A>A)
1 18.75 WOBE3 5172 ggaaaaAtgatag  ggaaaaGtgatag - aataacteatcteaactac acgacgttcttctttggagg + - - - - - - - - - AB1  293rev Intergene
1 18.75 WOBE3 5191 gaaaaaTacaaga gaaaaaGacaaga - aataacteatcteaactac acgacgttcttctttggagg e + - - - - - - CB4856 278rev Intergene
1 18.75 WOBE3 5209 asaaatGasaaga aaaaatTaaaaga - aataacteatcteaactac acgacgttcttctttggagg + - - - - - - - - - AB1  256rev Intergene
1 18.75 WOSE3 5216 taccacAaaaaat  taccacGaaaaat - aataacteatcteaactac acgacattcttctttggagg + - - - - - - - - - AB1  249rev Intergene
1 18.75 WOBE3 5279 atgggaAgatctc  atgggaGgatetc Bglll 640, 200 840 aataacteatcteaactac acgacgttcttctttggagg + - - - - - - - - - AB1  186rev Intergene
1 18.75 WOBE3 5313 cagatiCtgaaca  cagattTtgaaca AN 670, 170 840 aataacteatcteaactac acgacgttcttctttggagg + - - - - - - - - - AB1  152rev Intergene
1 18.75 WOBE3 5361 atcaaaAacctag  atcaaaGacctag - aataccteatcteaactac acgacgttcttctttggagg e + - - - - - - CB4856 108rev Intergene
1 18.75 WOBE3 5371, 5372  accattGAgctatc accattAGgctatc Al 315, 305, 105, 65, 45 315, 305, 170, 45 aataacteatcteaactac acgacgttcttctttggagg - + - - - - - - CB4856 97, 98rev Intergene
1 18.75 WOBE3 5389 agaattCtgggtt  agaattTtgggtt EcoR| 540, 210, 90 630, 210 aataacteatcteaactac acgacgttcttctttggagg + - - - - - - - - - AB1  76rev Intergene
1 18.75 WOBE3 5423 tacaatAaaaaaa tacaataaaaaa - aataacteatcteaactac acgacgttcttctttggagg + - - - - - - - - - AB1  between 42,73rev Intergene
1 18.75 WOSE3 5434 taagtgtittac  taagtgTttttac - aataacteatcteaactac acgacattcttctttggagg e + - - - - - - CB4856 36rev Intergene
1 18.75 WOSE3 5694 ttttaaGeetttc  ttttaaAcctttc Dral 295, 260, 185 260, 185, 175, 120 gttgatcggacgtettgg  ttcggaaatttgtattacce - + - - - - - - CB4856 186w Intron

1 18.75 WOSE3 5706 ccaatcGtgcgaa  ccaatcAtgegaa N il 755 560, 195 gttgatcggacgtettgg  ttcggaaattigtattacce + - - - - - - - - - AB1  186fw, 555rev Intron

1 18.75 WOBE3 5718 agtcctTtgattt  agtoctGtgattt - gttgatcggacgtettgg  ttcggaaatttgtattacce + - - - - - - - - - AB1  198fw, 543rev Intron

1 18.75 WOBE3 5718, 5719  aagtcctTTgatttt aagtcctgatttt - gttgatcggacgtettgg  ttcggaaatttgtattacce - + - - - - - - CB4856 between 209,210fw Intron

1 18.75 WOSE3 5844 catagaTttttge  catagaAttttgc - gttgatcggacgtettgg  ttcggaaatttgtattacce + - - - - - - - - - AB1  324fw, 417rev Intron

1 18.75 WOBE3 5869 caattghasasaa  caattgGaaaaaa - gttgatcggacgtettgg  ttcggaaatttgtattacce + - - - - - - - - - AB1  349fw, 393rev Intron

1 18.75 WOSE3 5877 aaaaaaAgttage  aaaaaagttagc - gttgatcggacgtettgg  ttcggaaatttgtattacce + - - - - - - - - - AB1  between 356,357fw 384,385rev Intron

1 18.75 WOBE3 5905 gcaaaataaata  gcaaaaAtaaata - gttgatcggacgtettgg  ttcggaaatttgtattacce + - - + - - - - - - AB1  385fw, 356rev Intron

1 18.75 WOSE3 5966 cgacgcAagagee  cgacgeGagagee BstU 1 525, 230 300, 230, 225 gttgatcggacgtcttgg  ttcggaaatttgtattacce + - - + - - - - - - AB1  446fw, 295rev Intron

1 18.75 WOSE3 6686 aaagtgTetetgt  aaagtgCetotgt - caaacacaataaatattac gagetctigacgaactgg + - - - - - - - - - AB1  104fw, 682rev Intron

1 18.75 WOSE3 6716 atitttTgtttga  atttigtttga - caaacacaataaatattac gagetctigacgaactgg + - - - - - - - - - AB1  between 133,134fw 648,649rev Intron

1 18.75 WOBE3 6761 aatcgtGaaaaaa  aatcgtAaaaaaa - caaacacaataaatattac gagetctigacgaactgg + - - - - - - - - - AB1  178fw, 605rev Intron

1 18.75 WOBE3 574 gatgaaAtgggeg  gatgaaTtgggeg - tgcttccagteacagteg  ggaaacgaggagtcaacg e + - - - - - - CB4856 569rev Intron

1 18.47 ZK256 4739 gatgeaCeatgtcgg gatgeaTcatgtegg - + AB1  43seq, 537rev Intergene
1 18.47 ZK256 4651 tatgagCcaagaa tatgagTcaagaa Ple | (Hinf17) 1100, 390, 30 910, 390, 190, 30 + AB1  131seq, 623rev Intergene
1 18.22 ZK1053 7730 ataacaActgaac  ataacaTctgaac - + AB1  508seq, 672rev Exon 1 (Act>Tet, T>S)
1 19.26 Y40B1B 4191 aaaaaaAtatgtt  aaaaaatatgtt - + AB1  between 249,250seq Intergene
1 19.26 Y40B1B 4534 gtgaaaCtattcg  gtgaaaTtattcg - + AB1  594seq, 550rev Intergene
1 19.26 Y40B1B 4898 aatcggAaaaaaa  aatcggaaaaaa - + AB1  between 185,186rev Intergene
1 19.87 Y87G2A 81418 ttttccTgaattt  tittccGgaattt - + AB1  645seq, 347rev Intergene
1 19.87 Y87G2A 81590 ctgtaaTtitttt  ctgtaatttttt - + AB1  between 174,175rev Intergene
1 19.87 Y87G2A 81568 aacgaaGatggge  aacgaaAatggge - + AB1 197rev Intergene
1 20.55 W04A4 2522 tagcgtAaaaaaa  tagcgtTaaaaaa - + AB1 118fw Intergene
1 19.87 Y87G2A 81499 atattaGaaacaa  atattaAaaacaa msel??7? + AB1  266rev Intergene
1 21.26 W09G3 35598, 35599 atttctTCtggaaa atttctAAATTTAAtaga: - + AB1  79-86rev Intergene
1 20.55 W04A4 4117, 4118  gccataTGtgtttt  gocataAAtgtitt Nde | 1720, 170 1890 + AB1  174,175rev Exon 1 (CABTTL, H>F)
1 20.55 W04A4 3883 tggagoAgtagge  tggaggTatagge - + AB1  409rev Exon 1 (Tec>Acc, §5T)
1 21.26 W09G3 35427 cattttccatct  cattttTAGCCTCAAGG: - + AB1  257-265rev Intergene
1 21.08 Y37H9A 1227 titTgttgea  tittttgtigca - + AB1  between 355,356fw Intergene
1 21.08 Y37HIA 873 tttcctTatcaaa  tttoctCatcaaa - + AB1  357seq Intergene
1 19.87 Y87G2A 80707 atccttaaTacaaate gtectigaCacaaategg - + AB1 41afw Exon 1 (Ate>Gte, 1>V)
1 21.26 W09G3 34853 atcggaAaatita  atcggaGaattta - + AB1  375seqB Intron

1 21.26 W09G3 34899 gatittAatattc  gattttTatattc sspl 800, 550, 160 960, 550 + AB1  421seqB Intron

1 21.26 W09G3 34913 aaasaagcgaat  asasaaAAgogaat - + AB1  436,437seqB Intron

1 21.26 W09G3 34931 aaaaaatcaact  aaaaaaAtcaact - + AB1  456seqB, 52seqC Intron

1 20.55 W04A4 3300 tittttctagaa  tttttTotagaa - + AB1  296seqnw Intron

1 18.47 ZK256 4173 ggttatAaaaaaa  ggttataaaaaa - + AB1  between 75,76seqC Intergene
1 20.55 W04A4 3521-3745  ctacaa...aatttgg ctacaaaatttgg 224bp_deletion! + 224bo deletion AB1  between 282,283seqD Intergene
1 18.75 WOSE3 6782 tggaatGeaattt  tggaatCcaattt Hint 1 (Bsm 1) 790 (590, 200) 590, 200 (790) caaacacaataaatattac gagetctigacgaactgg + - - - - - - - - - AB1  199fw, 58drev Intron

1 18.75 WOSE3 6812 aacactGecattt  aacactCecattt - caaacacaataaatattac gagetctigacgaactgg + - - + - - - - - - AB1  229fw, 554rev Intron

1 18.75 WOSE3 6840 GtttcgAaaaaatg Atttcgaaaaatg - caaacacaataaatattac gagetctigacgaactgg + - - - - - - - - - AB1  between 256. 257fw 527.528re\ Intron

1 18.75 WOSE3 6846 atgaaaGtttcgA  atgaaaAtttcg - caaacacaataaatattac gagetctigacgaactgg + - - + - - - - - - AB1  262fw, 521rev Intron

1 18.75 WOBE3 6858 tgaaatTtcttga  tgaaatAtotiga - caaacacaataaatattac gagetctigacgaactgg + - - - - - - - - - AB1  274fw, 509rev Intron

1 18.75 WOBE3 6973 atagcTtTaaaaaa atagctAaaaaaa - caaacacaataaatattac gagetctigacgaactgg + - - - - - - - - - AB1  389fw, 394rev Intron

1 18.75 WOBE3 6975 aatagcTtTaaaa  aatagctAaaaa - caaacacaataaatattac gagetctigacgaactgg + - - - - - - - - - AB1  between 390,391fw 392,393rev Intron

1 18.75 WOSE3 7052 agagtaGtaaaaa  agagtaAtaaaaa - caaacacaataaatattac gagetctigacgaactgg + - - - - - - - - - AB1  467fw, 316rev Intron

1 18.47 MOTE5 10824 tteogtGttttg  ttcogtAtttttg - + - - + - - - - - - CB4856 467fw, 288rev Intron

1 18.47 MOTES 11032 aagttttatttttt  aagttttaTttttte - e + - - - - - - CB4856 79rev Intron
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