
SNPs in H04J21 region

Single Nucleotide Polymorphisms in Wild Isolates of Caenorhabditis elegans ' Romke Koch, HGAM van Luenen, M. van der Horst, KL Thijssen and Ronald HA Plasterk. Genome Research  10:1690-1696 2000; rkoch@niob.knaw.nl

chromosome map pos cosmid pos cosm WT  seq SNP seq enzyme WT digest SNP digest primer fw primer rev primer seqA primer seqB primer seqC AB 1 AB 4 CB4555 CB4856 CB4857 DH424 KR314 RC301 RW7000 TR403 remarks found in POS in SEQ read Intron/Exon/Intergene
III -16 C39B5 19231 catgtt t tgaaaagctg catgttttGgaaaagctg - tacagatccattgcaggc ccattggccagaagttgc + + - + + - + + - - In ACEDB op pos. 25671 CB4857 387fw, 139rev Exon 2 (frameshift)
III -15.52 H04J21 6839 aattttCcgcaga aattttTcgcaga - gagaagaatgagcagagcgaaagttcggccacctatc - + - + + - - - - - CB4857 580rev Exon 6 (cgG>cgA, R>R)
III -15.52 H04J21 6893 ttat t tAaaaaac ttatttGaaaaac Dra I 670, 75 745 gagaagaatgagcagagcgaaagttcggccacctatc - + - + + - - + - - CB4857 73fw, 625rev Intron
III -15.52 H04J21 6943-6952 aatctcTTTCCTCGAAtttTcct aatctcGAAAAAATGGtttCcct- gagaagaatgagcagagcgaaagttcggccacctatc - + - + + - - + - - CB4857 123-132fw, 467-476rev Intron
III -15.52 H04J21 6943-6947 aatctcTTTCCtcgAAt aatctcGAAAAAAtcgGt - gagaagaatgagcagagcgaaagttcggccacctatc - - - - - - + - - - KR314 122-128fw Intron
III -15.52 H04J21 6951, 6952 CtcgAAttttcc AAAtcgGttttcc - gagaagaatgagcagagcgaaagttcggccacctatc - - - - - - + - - - KR314 132fw Intron
III -15.52 H04J21 6956 GAAtttTcctcga TGGtttCcctcga - gagaagaatgagcagagcgaaagttcggccacctatc - + - + + - - + - - CB4857 137fw, 463rev Intron
III -15.52 H04J21 6969 t t t t t ta tcgaa t t t t t tCatcgaa - gagaagaatgagcagagcgaaagttcggccacctatc - + - + + - - + - - CB4857 150fw, 449rev Intron
III -15.52 H04J21 6978 cgaaaaAtcgact cgaaaatcgact - gagaagaatgagcagagcgaaagttcggccacctatc - + - + + - - + - - CB4857 between 158,159fw, 440,441rev Intron
III -15.52 H04J21 6988 cgactttTctgcaa cgactttctgcaa - gagaagaatgagcagagcgaaagttcggccacctatc - - - + - - - - - - CB4856 between 165,166fw Intron
III -15.52 H04J21 7028 cgaactCtttgga cgaactTtttgga - gagaagaatgagcagagcgaaagttcggccacctatc - + - + + - - + - - CB4857 208fw, 391rev Intron
III -15.52 H04J21 7041 tttctaAgccac tttctaGgccac Dde I 520, 230 750 gagaagaatgagcagagcgaaagttcggccacctatc - + - + + - - + - - CB4857 221fw, 378rev Intron
III -15.52 H04J21 7070 aaaaaaAtctagt aaaaaatctagt - gagaagaatgagcagagcgaaagttcggccacctatc - - - - - - + - - - KR314 between 249,250fw Intron
III -15.52 H04J21 7202 aaattttCgGAatt aaattt tAgACatt - gagaagaatgagcagagcgaaagttcggccacctatc - + - + + - - + - - CB4857 249fw, 350rev Intron
III -15.52 H04J21 7204, 7205 tttCgGAattttA tt tAgACatt t tT - gagaagaatgagcagagcgaaagttcggccacctatc - + - + + - - + - - CB4857 251,252fw 347,348rev Intron
III -15.52 H04J21 7211 AattttAgacATT CattttTgacGAA - gagaagaatgagcagagcgaaagttcggccacctatc - + - + + - - + - - CB4857 258fw, 341rev Intron
III -15.52 H04J21 7215-7220 ttAgacATTTTTgtccaa ttTgacGAAAAgtccaa - gagaagaatgagcagagcgaaagttcggccacctatc - + - + + - - + - - CB4857 262-266fw, 333-337rev Intron
III -15.52 H04J21 7252 t t t t t tcggcagg ttt t t tTTcggcagg - gagaagaatgagcagagcgaaagttcggccacctatc - + - + + - - + - - CB4857 299,300fw 299,300rev Intron
III -15.52 H04J21 7366 aaattcAattcg aaattcGattcg - gagaagaatgagcagagcgaaagttcggccacctatc - + - - + - - + - - CB4857 414fw, 185rev Intron
III -15.52 H04J21 7377, 7378 gcaatcGAaaaaaa gcaatcCTaaaaaa - gagaagaatgagcagagcgaaagttcggccacctatc - + - - + - - + - - CB4857 425fw, 174rev Intron
III -15.52 H04J21 7386 aaaaaaAgtcgaa aaaaaagtcgaa - gagaagaatgagcagagcgaaagttcggccacctatc - - - + - - - - - - CB4856 between 431, 432fw Intron
III -15.52 H04J21 7432 ttggatttCtaggccatc ttggatt tTtaggccatc - gagaagaatgagcagagcgaaagttcggccacctatc - - - + - - - - - - CB4856 477fw Intron
III -15.52 H04J21 7487 cgaaatTgtgcga cgaaatCgtgcga - gagaagaatgagcagagcgaaagttcggccacctatc - + - - + - - + - - CB4857 535fw, 64rev Intron
III -15.52 H04J21 7500 tttctaGgccaac tttctaAgccaac Dde I 530, 220 460, 220, 70 gagaagaatgagcagagcgaaagttcggccacctatc - + - - + - - + - - CB4857 548fw, 51rev Intron
III -15.52 H04J21 11139 agatttGtcagaa agatttTtcagaa - gtgatt tgt tcgtcgagc gatgccacgtttctgtgc - + - - + - - + - - CB4857 281rev Exon 10 (tGt>tTt, C>F)
III -15.52 H04J21 11225 tt t t t tTgcgaaaa t t t t t tgcgaaaa - gtgatt tgt tcgtcgagc gatgccacgtttctgtgc - - - - + - - + - - CB4857 between 367, 368fw Intron
III -15.52 H04J21 11235 gaaaat t tgaat t t tc gaaaatttCgaattt tc Sfu I 600, 395, 140 395, 380, 220, 140 gtgatt tgt tcgtcgagc gatgccacgtttctgtgc - + - - + - - + - - CB4857 378rev Intron
III -15.52 H04J21 11477 gatcttAgactca gatcttCgactca Dde I 540, 500, 75 1040, 75 gtgatt tgt tcgtcgagc gatgccacgtttctgtgc - + - - + - + + - - CB4857 495fw Intron
III -15.52 H04J21 11689-11692 ggcctaTCCCgaaatc ggcctagaaatc Mae I 465, 290, 220, 145 465, 220, 150, 145, 140 gtgatt tgt tcgtcgagc gatgccacgtttctgtgc - + - + + - + + - - CB4857 between 291,292fw Intron
III -15.52 H04J21 11897 t t t t tgCtaa t t t t t t t t gA taa t t t - gtgatt tgt tcgtcgagc gatgccacgtttctgtgc - + - + + - + + - - CB4857 86fw Intron
III -15.52 H04J21 12264 aagctcGccaaat aagctcAccaaat - atattcatgcgaactttctacgtgagagtgggctacacagc - + - + + - + + - - CB4857 467rev Intergene
III -7.48 F59A2 12490 attctcGaaaaat attctcAaaaaat - ggctggataatgaagccgggcgaatt tatcgatt t tcggg + CB4857 271fw Intron
III -6.62 M01F1 26492 ggccctGaaaccg ggccctAaaaccg - tgtgcatggtgcaatggagcatgaagaggagctacgt cctgatcgcaatgggtgtct + CB4857 157fw Intron
III -6.62 M01F1 26645 t t t t t tAaa t t t a t t t t t tTaa t t t a - tgtgcatggtgcaatggagcatgaagaggagctacgt cctgatcgcaatgggtgtct + CB4857 310fw Intron
III -15.52 H04J21 12349 agttcgTcaaact agttcgGcaaact - atattcatgcgaactttctacgtgagagtgggctacacagc - + - + + - + + - - CB4857 99fw, 382rev Intergene
III -15.52 H04J21 12446 ttaaagGttactt t taaagAttact t - atattcatgcgaactttctacgtgagagtgggctacacagc - + - + + - + + - - CB4857 196fw, 285rev Intergene
III -15.52 H04J21 12520 t t t t t t T A t t t a t t t t t t t t A T t t t a t t - atattcatgcgaactttctacgtgagagtgggctacacagc - - - - - - + - - - KR314 218,219rev Intergene
III -15.52 H04J21 12524 aataaaAaaatat aataaaTaaatat - atattcatgcgaactttctacgtgagagtgggctacacagc - + - - + - - + - - CB4857 274fw, 207rev Intergene
III -15.52 H04J21 12820 caaagcCttggct caaagcGttggct BsaJI 238, 237, 217, 186 475, 217, 186 gccatattcttgcccatgtt tcttgccgaacgcctattgtc - + - - + - - + - - CB4857 219fw, 645rev Intergene
III -15.52 H04J21 13351 caatgtActtgca caatgtGcttgca Rsa I 535, 130, 125, 85 535, 210, 130 gccatattcttgcccatgtt tcttgccgaacgcctattgtc - + - + + - + + - - CB4857 114rev Exon 2 (Tac>Cac, Y>H)
III -15.52 H04J21 17739 acttctAgctgaa acttctGgctgaa Mae I 930, 60 990 cggaaatccgtttgtccaacccacagagttcttgggctctcgc - + - + + - + + - - CB4857 46fw Exon 10 (ctA>ctG, L>L)
III -15.52 H04J21 18083 atatt tTaaaact atat t tAaaaact - cggaaatccgtttgtccaacccacagagttcttgggctctcgc - + - - + - + + - - CB4857 390fw, 569rev Intron
III -15.52 H04J21 18156 cgccttCaaagtt cgccttTaaagtt - cggaaatccgtttgtccaacccacagagttcttgggctctcgc - + - + + - + + - - CB4857 463fw, 496rev Intron
III -15.52 H04J21 18189 tatgagTggcagg tatgagAggcagg - cggaaatccgtttgtccaacccacagagttcttgggctctcgc - + - - + - - + - - CB4857 496fw, 463rev Intron
III -15.52 H04J21 18333 cgcataGccccgc cgcataAccccgc - cggaaatccgtttgtccaacccacagagttcttgggctctcgc - + - - + - - + - - CB4857 319rev Intron
III -15.52 H04J21 18372 ctctcaTactccc ctctcaAactccc - cggaaatccgtttgtccaacccacagagttcttgggctctcgc - + - - + - - + - - CB4857 280rev Intron
III -15 W04B5 176 tgaaaaaaTTtt t t t t tgaaaaaaAAtt t t t t - atgtggttggtgagcagtccattcccatccgtcctcctcc - + - - + - - + - - CB4857 51,52fw 595,596rev Intergene
III -15 W04B5 540 tcggaaCctgggc tcggaaTctgggc Hinf I 570,140 290, 280, 140 atgtggttggtgagcagtccattcccatccgtcctcctcc - + - - + - + - - - CB4857 416fw, 231rev Intergene
III -15.52 H04J21 10984 tctcaaAaattcg tctcaaGaattcg EcoR I? 935, 190, 10 935, 125, 65, 10 gtgatt tgt tcgtcgagc gatgccacgtttctgtgc - - - + - - - - - - CB4856 137rev Exon 10 (aaA>aaG, K>K)
III -15.52 H04J21 11311 cctaacTttt tgg cctaacCttttgg - gtgatt tgt tcgtcgagc gatgccacgtttctgtgc - - - + - - - - - - CB4856 464rev Intron
III -15.52 H04J21 11412 t t t t t t T g t g t t t t t t t t t g t g t t t - gtgatt tgt tcgtcgagc gatgccacgtttctgtgc - - - + - - - - - - CB4856 between 564,565rev Intron
III -15.52 H04J21 11216 aatcgaTt t t t t t aatcgaCtt t t t t Cla I 510, 360, 265 625, 510 gtgatt tgt tcgtcgagc gatgccacgtttctgtgc - - - - - - + - - - KR314 363rev Intron
III -15.52 H04J21 18157 cgccttCAaagttg cgccttTGaagttg - cggaaatccgtttgtccaacccacagagttcttgggctctcgc - - - + - - - - - - CB4856 441,442fw Intron
III -15.52 H04J21 17847 acagagAcaacta acagagTcaacta Hind III, Ple I (Hinf I) 975 (850, 125) 815, 160 (690, 160, 125) cggaaatccgtttgtccaacccacagagttcttgggctctcgc - - - - - - + - - - KR314 247fw Intron
III -15 W04B5 175 tgaaaaaaTt t t t t t tgaaaaaaAt t t t t t - atgtggttggtgagcagtccattcccatccgtcctcctcc - + - + + - + + - - CB4847 51,52fw 595,596rev Intergene
III -15 W04B5 638-641 taaaatAAAAaaaatt taaaatTTCTCaaaatt - atgtggttggtgagcagtccattcccatccgtcctcctcc - - - + - - - - - - CB4856 486-490fw Intergene
III -15 W04B5 655-671 ccaaaaAAAAAAATTTCTCAAAAtttcaaccaaaatttcaa - atgtggttggtgagcagtccattcccatccgtcctcctcc - + - - + - - - - - CB4857 between 503,504fw Intergene
III -15 W04B5 660,661 aaaaaaAAtttctc aaaaaatttctc - atgtggttggtgagcagtccattcccatccgtcctcctcc - - - - - - + - - - KR314 between 523, 524fw Intergene
III -15.52 H04J21 11705-11712 ccgaaaTCCCGAAAagttcg ccgaaaagttcg - gtgatt tgt tcgtcgagc gatgccacgtttctgtgc - + - + + - + + - - CB4857 between 303, 304fw Intron
III -15.52 H04J21 7047-7188 AgccacC...Cgagttga Ggccacgagttga 140 bp deletion gagaagaatgagcagagcgaaagttcggccacctatc - + - + + - - + - - 140bp deletion! CB4857 between 226,227fw 372,373rev Intron
III -15.52 H04J21 7196 gttgaaatt t tCg gttgaaATTTTCGGGattttAg - gagaagaatgagcagagcgaaagttcggccacctatc - + - - + - - + - - CB4857 235-243fw, 356-364rev Intron
III -15.52 H04J21 7196 gttgaaatt t tCg gttgaaATTTTCGAAattttAgSfu I 695, 55 385, 310, 55 gagaagaatgagcagagcgaaagttcggccacctatc - - - + - - - - - - CB4856 233-241fw Intron
III -22.15 M01G5 25164 agtttcTcgctca agtttcCcgctca - gtcaaattcggtgtcagg cgctacaaattccagagg acacgcggtggtgtacaagc + CB4857 169fw Intergene
III -22.15 M01G5 26298 ttccagTcaaaaa ttccagCcaaaaa Bsr I 1070, 230, 230, 45 1300, 230, 45 gtcaaattcggtgtcagg cgctacaaattccagagg acacgcggtggtgtacaagc + CB4857 282rev Intergene
III -22.15 M01G5 25579 gaaaatatccaa gaaaatCGAGAAAAatccaa - gtcaaattcggtgtcagg cgctacaaattccagagg acacgcggtggtgtacaagc + CB4857 57-64seq, +/-355fw Intergene
III -22.15 M01G5 25669 aaacaaTatgcgg aaacaaCatgcgg Nsp I (Nla III) 1580 (1355, 225) 910, 670 (910, 445, 225) gtcaaattcggtgtcagg cgctacaaattccagagg acacgcggtggtgtacaagc + CB4857 154seq Intergene
III -22.15 M01G5 25786 tcgagcAaaactt tcgagcTaaactt - gtcaaattcggtgtcagg cgctacaaattccagagg acacgcggtggtgtacaagc + CB4857 271seq Intergene
III -18.73 R155 16265 tggattGgagaat tggattAgagaat - tctcgatgagtggatt tgc agctaggaaatctcactgccctgaaatcggagtatctacg + CB4857 248rev Exon 3 (ttG>ttA, L>L)
III -17.38 Y39A3A 9700 gcaaaaCtgagct gcaaaatgagct - acatttacctggtgttcaccggaaggtaaatttctggaggctgcacaaagtttggagc + CB4857 between 508,509fw Intergene
III -17.38 Y39A3A 9878 taagtgCaaaagg taagtgAaaaagg - acatttacctggtgttcaccggaaggtaaatttctggaggctgcacaaagtttggagc + CB4857 193seq Intergene
III -17.38 Y39A3A 9971-9976 tctttaTCTCAAgttcta tc t t tag t tc ta - acatttacctggtgttcaccggaaggtaaatttctggaggctgcacaaagtttggagc + CB4857 between 285,286seq Intergene
III -17.38 Y39A3A 10201 aggtctTatcaag aggtctCatcaag - acatttacctggtgttcaccggaaggtaaatttctggaggctgcacaaagtttggagc + CB4857 511seq, 474rev Intergene
III -17.38 Y39A3A 10229 taaaatGtgtaaa taaaatTtgtaaa - acatttacctggtgttcaccggaaggtaaatttctggaggctgcacaaagtttggagc + CB4857 539seq, 446rev Intergene
III -17.38 Y39A3A 10452 aaacaaTttttgg aaacaaGttttgg - acatttacctggtgttcaccggaaggtaaatttctggaggctgcacaaagtttggagc + CB4857 223rev Intergene
III -17.38 Y39A3A 10312 tgttcaGgggact tgttcaAgggact - acatttacctggtgttcaccggaaggtaaatttctggaggctgcacaaagtttggagc + CB4857 363rev Intergene
III -17.38 Y39A3A 10254 ct tgaaAaat t t t c t tgaaTaat t t t ??Apo I 315, 265, 150, 125, 120, 115, 50, 30, 30 580, 150, 125, 120, 115, 50, 30, 30 acatttacctggtgttcaccggaaggtaaatttctggaggctgcacaaagtttggagc + CB4857 421rev Intergene
III -14.9 E02H9 18415 agttaaagaaca agttaaTTTAAGTTAagTTaacagHind II / Hpa I 1900 1745, 155 gccgcattgaaatgatatcccctgcataagcctgactaagcactcagcttaccatgtcc ggctaaagacgcataacccgtgctgggtgaaactggtgcc + CB4857 154-162fw Intergene
III -14.9 E02H9 18417 ttaaagaacagc ttaaTTTAAGTTAagTTaacagcHind II / Hpa I 1900 1745, 155 gccgcattgaaatgatatcccctgcataagcctgactaagcactcagcttaccatgtcc ggctaaagacgcataacccgtgctgggtgaaactggtgcc + CB4857 165,166fw Intergene
III -14.9 E02H9 18632 t t tca tAaat t ta t t tcatGaatt ta Bsp HI (Nla III) 1900 (830, 785, 120, 70, 50, 45) 1530, 370 (785, 630, 200, 120, 70, 50, 45) gccgcattgaaatgatatcccctgcataagcctgactaagcactcagcttaccatgtcc ggctaaagacgcataacccgtgctgggtgaaactggtgcc + CB4857 380fw Intergene
III -14.9 E02H9 18663 ctaaagAcgcata ctaaagGcgcata Cfo I / Hha I 1315, 585 1315, 400, 185 gccgcattgaaatgatatcccctgcataagcctgactaagcactcagcttaccatgtcc ggctaaagacgcataacccgtgctgggtgaaactggtgcc + CB4857 412fw Intergene
III -15.52 H04J21 12503 cagtcaTtatggg cagtcaAtatggg - atattcatgcgaactttctacgtgagagtgggctacacagc - - - - - - + - - - KR314 236rev Intergene
III -14.9 E02H9 19363 t t t t t tTaaa t t t t t t t t tAaaa t t t - gccgcattgaaatgatatcccctgcataagcctgactaagcactcagcttaccatgtcc ggctaaagacgcataacccgtgctgggtgaaactggtgcc + CB4857 106seq Intergene
III Y71H2B 50141 ttttccCggcaaa ttttccGggcaaa - caacgacctaaatagcaaccatgctccattcagtgacg tgcccgtt tgcctatt tgc + CB4857 550fw Intergene
III Y71H2B 49351 t t t t t tcccact t t t t t tTcccact - caacgacctaaatagcaaccatgctccattcagtgacg tgcccgtt tgcctatt tgc + CB4857 199rev Intergene
III Y71H2 26584 tgac tc t t t t t t tgac tcTt t t t t t - tcatgacgagtcagtcaagccaaatggtgacatatcctcgtcatgacgccaatcttcg + CB4857 98fw Intergene
III Y71H2 26394 gctctaTcgatcag gctctaCcgatcag Cla I 1220, 300, 40 1520, 40 tcatgacgagtcagtcaagccaaatggtgacatatcctcgtcatgacgccaatcttcg + CB4857 249fw Intergene
III Y71H2 26495-26534 tatcta...cttact ta tc tact tact - tcatgacgagtcagtcaagccaaatggtgacatatcctcgtcatgacgccaatcttcg + 40 bp deletion! CB4857 between 148,149fw Intergene
III Y71H2 25514 tttggcGaatcgg tttggcAaatcgg Hinf I 690, 380, 380, 110 760, 690, 110 tcatgacgagtcagtcaagccaaatggtgacatatcctcgtcatgacgccaatcttcg + CB4857 319rev Intergene
III Y71H2 25660-25668 aatttgcGAGTTTGcCgatttg aat t tgccgat t tg - tcatgacgagtcagtcaagccaaatggtgacatatcctcgtcatgacgccaatcttcg + CB4857 between 464-466rev Intergene
III -11.57 F56F11 20377 tt t taaGatacttatc t t t taaAatact ta tc Dra I 550, 490, 290, 140 490, 290, 290, 260, 140 caaattccatgtgaccaggcagaaggtctaagggtgtggcatctcgcttgcacatcttcg + CB4857 184seq Intergene
III -10.04 H06I04 17331 cacaaatCctacgtaa cacaaatGctacgtaa - gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + CB4857 90fw Exon 4 (atC>atG, I>M)
III -10.04 H06I04 17421 tcaaggtAaaaatcg tcaaggtGaaaatcg Hph I 1655 1455, 200 gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + CB4857 180fw Intron
III -10.04 H06I04 17448 aaatagat t t tgg aaatag...attttgg Msp I / Hpa II 1485, 130, 35 1260, 225, 130, 35 gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + 68 bp insertion! CB4857 208-275fw Intron
III -10.04 H06I04 17529 agactctTcaaaatct agactctAcaaaatct - gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + CB4857 356fw Intron
III -10.04 H06I04 17611 attt tagTcatt tccac attttagCcatttccac - gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + CB4857 437fw Intron
III -10.04 H06I04 17709 cgatataAtcgctt t t cgatataTtcgctt t t - gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + CB4857 535fw Intron
III -10.04 H06I04 18803 tttaaaatCctcccatt t t taaaatTctcccatt - gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + CB4857 52rev Intron
III -10.04 H06I04 18450 gagaacAtttgca gagaacGtttgca - gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + CB4857 404rev Intron
III -10.04 H06I04 18424 aaaaattAcctgaaa aaaaattGcctgaaa - gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + CB4857 430rev Intron
III -10.04 H06I04 18792 taaaggTt t t t t t t aaagg t t t t t t - gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + CB4857 between 62,63rev Intron
III -11.57 F56F11 20120 agaatgAgagggg agaatgGgagggg - caaattccatgtgaccaggcagaaggtctaagggtgtggcatctcgcttgcacatcttcgseqB? seqC? + seq C gaf slechte sequentieCB4857 140seqB Intergene
III -20.63 R155 15423 tcgctaAtatgca tcgctaGtatgca Mae I 1040, 340, 140 600, 440, 340, 140 tctcgatgagtggatt tgc agctaggaaatctcactgccctgaaatcggagtatctacgseqnw? seqC? + seq C: leest maar 130bp CB4857 195seqnw Exon 5 (aAt>aGt, N>S)
III -10.04 H06I04 17881 a tg tgg t t t t t t a tg tggTt t t t t t - gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + CB4857 326seqnw Intron
III -10.04 H06I04 17767 aatattTaaaaaa aatattAaaaaaa Dra I 605, 540, 295, 135, 70 1145, 295, 135, 70 gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + CB4857 441seqnw Intron
III Y119D3 7042 ataagaGgtgtaa ataagaAgtgtaa - aatagcttctccttcacc atcagtgcaatcagtccc atcgattctccctctacc + CB4857 126fwnew Intron
III Y119D3 7398 atggacCgtgtcg atggacAgtgtcg Ava II 1015, 480, 25 1495, 25 aatagcttctccttcacc atcagtgcaatcagtccc atcgattctccctctacc + CB4857 482fwnw Exon
III Y119D3 8350,8351 agaccaACatgaaa agaccaGAatgaaa Nla III 950, 480, 90 1040, 480 aatagcttctccttcacc atcagtgcaatcagtccc atcgattctccctctacc + CB4857 93,94revnw Exon
III Y55D5A 12411 cgaaaaGtcgata cgaaaaAtcgata Cla I 1605 1420, 185 cagctctcatagtttcgg tgactgctgaaacgtggc cacacatttgaagacacc + CB4857 190fwnw Intergene
III Y55D5A 12998 tttagcAaaaaat tttagcTaaaaat Alu I 730, 580, 235, 60 580, 530, 235, 200, 60 cagctctcatagtttcgg tgactgctgaaacgtggc cacacatttgaagacacc + CB4857 276seqnw Intergene
III Y55D5A 13524 aaggagGaaAaag aaggagAaaGaag - cagctctcatagtttcgg tgactgctgaaacgtggc cacacatttgaagacacc + CB4857 310revnw Intergene
III Y55D5A 13521 gagGaaAaagata gagAaaGaagata - cagctctcatagtttcgg tgactgctgaaacgtggc cacacatttgaagacacc + CB4857 313revnw Intergene
III -10.04 H06I04 18177-18189 gtgtgtGtGttttttTTTctcaaa gtgtgt- t- t t t t t t - --ctcaaa - gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + CB4857 140secC Intron
III -10.04 H06I04 18324 ttt t t tTTTggaaaa t t t t t tggaaaa - gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + CB4857 278seqC Intron
III -10.04 H06I04 18371 t t t t t tAaaatca t t t t t tTaaatca - gactgtgtacttcacgacggcgacgaaaatctcggcagaccctt tagactcgggtt t tggttgagcactttagagctaggaatctacgtaaaaccggctg + CB4857 323seqC Intron
III Y119D3 7489 agtaaaAtat tct t agtaaatat tc t t - aatagcttctccttcacc atcagtgcaatcagtccc atcgattctccctctacc + CB4857 between 59,60seqnw Intron
III Y119D3 7527 tcgttaGtTGaaa tcgttaAtGAaaa Mse I 460, 415, 350, 240, 40, 15 415, 350, 260, 240, 200, 40, 15 aatagcttctccttcacc atcagtgcaatcagtccc atcgattctccctctacc + CB4857 97seqnw Intron
III Y119D3 7529, 7530 tcgttaGtTGaaattt tcgttaAtGAaaattt Mse I 460, 415, 350, 240, 40, 15 415, 350, 260, 240, 200, 40, 15 aatagcttctccttcacc atcagtgcaatcagtccc atcgattctccctctacc + CB4857 99,100seqnw Intron
III -7.88 F59A2 12840 t tgg taT t t t t tg t tggtaCt t t t tg Rsa I 460, 370, 90 370, 320, 140, 90 ggctggataatgaagccgggcgaatt tatcgatt t tcggg + CB4857 342rev, 610fw Intron
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