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.62
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17.38
7.38
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788
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pos cosm
9231
6830

7377, 7378

7432
7487
7500
11138
11225
11235

11689-11692

12264
12490
26402
26845
12348
12446
12520
12524
12820
13351
17738
18083
18156
18189
18333
18372
176
540
10984
11311
11412
11216
18157
17847
175
638641

26495-26534
25514
25660-25668

17331
17421
17448
17520
17611
17708
18803
18450
18424

18177-18189

18371
7489

7529, 7530
12840

q
catgtitigaaaagetg catgttttGgaaaagetg
aatttiCegeaga aattttTeg
HatttAaaaaac atttGaaaa:
atctcTTTCCTCOAATCet  AnieloGARARARTGGHICE
BatcteTTTCCIogAAL BatcleGAAAAAAICGGL
CtegAAttitee AAAtCgGticy
GAAtttTeotega TGGHCeetega
tittttategaa tttiCategaa
cgaaaahtcgact cgaaaategact
cgactttTetgeaa cgactttctgeaa
cgaactCitgga cgaactTitigga
ttictahgecac tictaGgecac
aaaaaahictagt saaaaatetagt
aaatttiCoGAatt aaattttAgACatt
tHCgGAatiHtA tttAgACattT
AattitAga CatitiTgacGAA
1tAQacATTTTTgtecaa 1iTgacGAAAAgtccaa
tittiteggeagy HttTTeggeagy
aaattchaticg aaattcGattcg
geaatcGAaaaaaa geaatcCTaaaaaa
aaaaaahgicgaa asaaaagtcgaa
ttggattiCtaggceate ttggatttTtaggecate
cgasatTgtgega. cgaaatCatgcga
ttictaGgecaac ttictaAgecaae
agatitGtcagaa agatttTicagaa
HitiTgegaaaa tittttgegaaaa
gaaaattigaattitc gaaaattiCgaatittc
gatcttAgactca gatetiCgactca
ggectaTCCCgaaate ggcetagasate
titttgCtaattt titttgAtaattt
aagetoGecaaat aagotcAccaaat
attcteGaaaaat attetcAaaaaat
ggecctGaaaccy ggecctAaaaccg
tHitttAaattta tHittTaattta
agttegTeaaact agttcgGeaaact
ttaaagGtactt ttaaagAtiactt
HHHT Attt HUHATHatt
aataaahaaatat aataaaTaaatat
caaageCtigget caaageGigget
caatgtActtgea caatgiGettgea
acttctAgetgaa actictGgetgaa
atattiTaaaact atatttAaaaact
cgectiCaaagtt cgectiTaaagtt
tatgagTageagy tatgagAggcagg
cgeataGeeeege cgeataAceecge
cteteaTactcoe cteteahacteee
tgaaaaaaTTiittt tgaaaaaaAAtittit
teggaaCetggge teggaaTetggge
tetcaaAaaticg teicaaGaatteg
cetaacTtittgg cetaacCtittag

it Totgttt thittgtgttt
aatcgaTtittt aategaCttttit
cgectiCAaagitg cgeciiTGaagttg
acagagAcaacta acagagTeaacta
tgaaaaaaTittt tgaaaaaaAttitit
taaaatAAAAaagatt taaaatTTCTCazaatt

ranssAAAAAAATTTCTGAAAR ccaaaatticaa

aaaaaaAAtitcte aaaaaatitcte
cogaaaTCCCGAARaglicq cegaaaagticg
AgeeacC...Cgagttga Ggecacgagtiga

ottgasatiiiCg
gttgasattiiCg

agtttcTegetca
tccagTeaaaaa tocagCoaaaza
aaacaaTatgegg aaacaaCatgegy
togagoAaaactt togageTaactt
tggatiGgagaat tggattAgagaat
geaaaCigaget goasaatgaget
gigCaan, taagtgAzaaagg
i TCTCAAgticta tettagticta
aggtetTatcaag aggtciCatcaag
taasatigtaaa taaaatTigiasa
asacaaTttigg asacaaGiitgg
ttcaGgggact tgticahgggact
cltgashattt citgaaTaattit
agitaaagaaca A TTTAAGTTAneTTa
aaagaacage T TTTAAGTTAna T T
ttcatAaatita ticatGaatta
ctasagAcgoata ctaaagGogeata
cagtcaTiatggg cagicahtatgg
it aaatit tittiAaaatts
titceCggeaaa titccGggeaaa
titttcocact it Teccact
tgacttiitt tgacteTtutit
getctaTogatcag getctacegatcag
tatcta...ottact tatctacttact
tiggeCaatcgg tiggchaatcgg
aailigeGAGT TacCgattg  aatiigeogaig
tttaaGatactiatc titaaAatacttate
cacasatCotacqtaa cacasatGotacqtaa
tcasggthazaaicg tcanggiGaaaatcg
asatagatitigy asatag..attigg
agactotTcaaastct agactciAcaaaatct
atttagTcatitceac atttagCoaticeac
coatataAtcgotit coatataTtogottt
taaaatCotcecatt ttasaatTotcccatt
gagaschitigoa gagaacGitigea
asaaatiacoigasa acasattGecigaza
taaaggTititt taaaggtitit
agaataAgaggag agaatgGoagagg
togctahtaigea toactaGtatgoa
agrggtittt aigtggTitiic
aatatiTaazasa ataithazasaa
atasgaGatgta ataagangtgtaa
atggacCatgica atggachgigicy
agaccaACatgasa agaccaGhalgasa
caaaGicgata cgasaatcgata
ttagcAaaazat ttageTaazaat
asggagGasasg asggagAnaGasg
gagGasAaagata gaghaaGaagata
TTotcasa
{iHTTTggaaaa tttiggasaa
tttitAaaaica ttiiTasatca
agtaaahtatictt agtaaatatictt
gaGiTGaaa togtiaAtGARza
toqttaGiTGaaattt tegttahiGAaaitt
tiggtaTiitig tiggtactitiig

enzyme.

clal
Hind Il Ple | (Hinf )

140 bp deletion

stul
Ber |

Nsp I (Nia 1)
22Apo |

Hind 11/ Hpa |
Hind 11/ Hpa |
Bsp HI (Nia 1)
Cfo 1/ Hn
Clal

Hinf |

Drat

Hen |
Msp |/ Hpa I

W digest

670,75

520, 230

600, 35, 140

5
465, 290, 220, 145

238, 237, 217, 186
535, 130, 125, 85
0

570,140
035, 190, 10
510, 360, 265

975 (850, 125)

605, 55
1070, 230, 230, 45

1580 (1355, 225)

315, 265, 150, 125, 120, 115, 50, 30, 30
1900

1900 (830, 785, 120, 70, 50, 45)
1315, 585

1220, 300, 40
690, 380, 380, 110

550, 490, 290, 140

1485, 130, 35

1040, 340, 140
605, 540, 295, 135, 70
1015, 480, 25

950, 480, 90

1605,

730, 580, 235, 60

460, 415, 350, 240, 40, 15
460, 415, 350, 240, 40, 15
460, 370, 90

SNP digest

460, 220, 70

395, 380, 220, 140
1040, 75
465, 220, 150, 145, 140

475, 217, 186
535, 210, 130
800

290, 280, 140
935, 125, 65, 10
625, 510

815, 160 (690, 160, 125)

385, 310, 55
1300, 230, 45

910, 670 (910, 445, 225)

580, 150, 125, 120, 115, 50, 30, 30
1745, 155

1745,

1530, 370 (785, 630, 200, 120, 70, 50, 45)
1315, 400, 185

1520, 40
760, 690, 110
490, 290, 290, 260, 140

1455, 200
1260, 225, 130, 35

600, 440, 340, 140
1145, 295, 135, 70

1495, 25
1040, 480
1420, 185
580, 530, 235, 200, 60

415, 350, 260, 240, 200, 40, 15
415, 350, 260, 240, 200, 40, 15
370, 320, 140, 90
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primer fw
tacanatcoattacanar

gtgatttgttcgtegage
gtgattigttcgtcgage
gtgattigttcgtcgage
gtgatttgttcgtcgage
gtgatttgttcgtcgage
gtgattigttcgtcgage
Atatteatacasacttct
anctanatantannace:

SNPs in HO4J21 region

primer rev primer seqA
ceatiggeeagaagtige
aaagtteggecacotatc
aaagttcggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagttcggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagttcggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagtteggecacotate
aaagttcggecacotate
gatgeeactitctgtoe
gatgecactitctgtoc
gatgecactitctgtoc
gatgecactitctgtoc
gatgecactitctgtoc
gatgecactitctgtoc
tgagagtgggetacacage
gegaatttategatittcgog

primer seqB.

Atatteatacaaactitct
Atatteatacaaactitct
Atatteatacaaactitct
Atatteatacaaactitct
aceatattettacosatar
areatattettacosatar
canaatecatitatcon,
cananatecatitatcon,
cananatecatitatcon,
cananatecatitatcon,
canaatecatttatcon,
canaatecatttatcon,
Atatanttantaancant
Atatanttantaancaat
gtgatttgttcgtegage
gtgatttgttcgtcgage
gtgattigttcgtcgage
gtgatttgttcgtcgage

tgagagtgggetacacage
tgagagtgggetacacage
tgagagtgggetacacage
tgagagtgggetacacage
ttgecgaacgectatigte
ttgecgaacgectatigte
cacagagtcttgggetetege
cacagagttcttgggctctege
cacagagttcttgggctctege
cacagagttcttgggctctege
cacagagttcttgggctctege
cacagagttcttgggctctege
atteceatecgtcstectee
atteccatecgtestectes
gatgeeacgtitctgtoe
gatgecactitctgtoc
gatgecacgtitctgtoc
gatgecactitctgtoc
cacagagttettgggetetege
cacagagttcttgggctctege
atteceatecgtcstectee
atteccatecgtestectes
atteccatecgtestectes
atteccatecgtestectes
gatgeeacgtitctgtoe
aaagtteggecacotate
aaagtteggecacotate
aaagtteggecacotate

primer seqC.

Atatteatacaaactitct

tgagagtgggetacacage

seqB?
seqnu?

seaC?
seaC?

anctanatantannace:

gegaatttategatittcgog
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7B 4 CBASSS

Ccaaase

CB48ST DH42s

KR314

RC301 AW7000

TR403 remarks

In ACEDB op pos. 25671

- 1400p deletion!

40 bp deletiont!

68 bp insertion!

e G af siachta saauan

seq C: leest maar 130!

bp
ce

found in
857

cBaz
caas:

CcBagsT
CBassT

CBassT

3871w, 139rev
sgorev

Exon 2 (irameshif)
Exon 6 (cgG>cgA, A>R)

73w, 625rev Intron
123-132fw, 467-476rev Intron
122-1281 Intron

between 367, 3681w Intron
Intron
Intron
betwaen 201,202 Intron
i Intron
4671y Intergene
271w Intron
157ty Intron
3101 Intron
99w, a82rev Intergene
1961, 285rev Intergene
218,219rev Intergene
274w, 207rev Intergene
2191w, B4srev Ini
11arev Exon 2 (Tac>Cac, Y>H)
Exon 10 (ctA>c(G, L>L)
390w, S69rev Intro
463w, 4%6rev Intron
496w, 463rev Intron
ore Intron
2801y Intron
51,521 595 59616V Intergene
416w, 231rev Interger
1370y Exon 10 (aaA>aaG, KoK;
are Intron
between 564,565rev Intron
Intron
441,4420w Intron
2471w Intron
51.521w 595 59616V Intergene
486-4901w Intergene
betwaen 503,504 Intergene
between 523, 5241w Intergene
between 303, 304 Intron
between 226,227fw 372,373rev  Intron
235-243fw, 356-364rev Intron
2332411 Intron
1681w Intergene
282000 Intergene
57-64s0q, +/-355hw Intergene
154500 Intergene
271seq Interger
Exon 8 (1G>HA, L>L)
betwaen 508,509 Interger
1935t Intergene
between 285286560 Intergene
5tiseq, 474rev Intergene
539s0q, 446rev. Intergene
223100 Intergene
s6arev Intergene
a21rev Intergene
154-162fw Intergene
165,166 Intergene
380w Intergene
412w Intergene
2361y Intergene
108sq Intergene
s50fw Intergene
199rev Intergene
8iw Intergene
o Intergene
betwaen 148,149fw Intergene
sterev Intergene
botween 464-466rey. Intergene
4 Interger
ot Exon 4 (atC>atG, 1>M)
1801w Intro
208-2751w Intron
6w Intron
4371w Intron
s3sfw Intron
s2rev Intron
404rev Intron
ore Intron
Intron
Interge
Exon 5 (aAtaGt, N>S)
Intro
Intron
Intron
Exon
Exon
Intergene
Intergene
Intergene
Intergene
Intron
Intron
Intron
Intron
Intron
Intron
342rev, 610 Intron



