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SNPs were found by random shotaun seauencing of wild strains of C.
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WT seq SNP seq primer fw primer rev
ataaaaTetgeaatt tgcaatt
ttgtagCactgat ttgtagTactgat  acatcattccacatattatc atatectcatectictace
HtttTaagtttt
attactTgaacac

(Cett
taacceACagh

HtacaaC

tattgCatCcaaagt taT:
alittaGatagaa altitaTatagaa  atttatataaticaaaatac ggeaattgggaagticeg
aatiggTtegeaa tggCt
ataaatCtagtca atasatTtagica  acaacaaacaacacaaace aotttattctcoaaaacta
atgtgeTactttt 1 1t
gateTteccat gateCteccat  aaaatoccanctataccaa actecetteacaaaaccar
ttTattgta titttatigta  acaatoccanctataccaa actecetteacaaaaccar
taaaaCact t
aaaacaCTTaaaagt
aaaagiCgteagg aaaagiTglcagg ~ aoaatoccanctataccaa actecetteacaaaacca
gttgatCggacgt gltgatTggacgt  aaaatoccanctataccaa actecetteacaaaaccar
agteetTtgattt
agalttTttaaaa
ageeggTgtette
n
tttggaTccaget tttggaCecaget

tCaccett
tgaaCeCy
tagageTtiggeg tagageCtt
ggtitcaGggeetg gglitcaTggeetg  ctacttctetocaaatetar ottaaaacaateteteaac

aatatiCgaaate aatattTgaaate cottatactcaaaaacaca aaatcaatcaaacactact
ctggggTCtagate ctggggCAtagate teaaccticatacatatca acaataactaataaaaats
aagalcTticagg
gttetiCticaatt gttcttTtcaatt  aaaettcttanctiatitce ttatcaaaticaocteeac
caatatAttetgt caatatTitctgt  ctacttataateticetate acaaccccaccttcaata:
ttaaatGticeat ttaaatTttccat  taactcaatattcacttcte acatacatcattactitaa
cttaaaCgattat cttaaaTgaltat  taactcaatattcacttcte acatacatcattactitaa
caltitTggagaa
cggaaaCticaa cggaaaTgiicas  oatoacatitatoaaaate: taacecaacettactetee
attiggCgagett alliggTgagett  atattcatacaaactiteta taanaataaactacacaa
aataaaAaaatat aatasaTaaatat  atattcatacaaactiteta toacaatacactacacaa:
titTacetta tttacctta acaacacaacattcatac: aaactoatoactatanaac
tiggtaTittitg tiggtaCliitty  talttccaacaactataaa: acaaatttatcaattica:
titttAaatita iMtiTaattta  agatatggigeccagtacg atoaanacaaactacata:
ttecatClgaaaa ttecalTigaaaa  atoaacaaaatacaacac teaactitaacacatacac
acctaaTaaataa
geagitTiigtaa
tataagCecaggt tataagTeeaggt  ctttgettcttcegtitcg  toatctcaaaaaccaat
ttcaaCtaact
tacacaAAACTAAATaE
tttTaattta
tgaaaaGtcega tgaaaaTttccga  aaccatggatiggagagg  teagticcgegaatiage
totctiTaaatgg
ggtetaCAatgtat ggtetaTCatgtat  ctasaatatcaateactic: attaticactcacatattc
atcatgCattCtata  atcataTattTtatal claaatatcaateacttc: attaticactcacatattc
t t
cccgaaTgtgteg
aaallgtTgtaAatigee e
Acar

HCt
ttaaaaTutttt

Cttaatt
aacttaTeectat
atgtttTtaatag tgitiCtaat.
aactgaCateege aactgaTateege  cgtecgtategtittcete ccatttaaactictaaate
attcaaCatgeat attcaaTatgeat  ceattictiggigtgtecg cttacatctatasaoatca
geagaaTeaacga C

SNPs were subseauently ampliied by PCR and presence of the SNP in several natural isolates was tested by digestion with restriction

SnipSNPs and sequenced SNPs 1-X

eleqans ' Romke Koch. HGAM van Luenen. M. van der Horst, KL Thilssen and Ronald HA Plasterk. Genome Research 10:1680-1696 2000; rkoch@niob.knaw.nl
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TRUE Fsil 588, 192 780
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TRUE  Hinf | 200, 274, 144 434,
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enzymes or by seauencina.
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